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RAW SEQUENCE LISTING 
ERROR REPORT 



BIOTECHNOLOGY 
SYSTEMS 
BRANCH 




The Biotechnology Systems Branch of the Scientific and Technical Information Center 
(STIC) detected errors when processing the following CRF diskette: 



Serial Number: 



Application 
Art Unit / Team No. : 
Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS THE ERRORS Dl^TECTED. 

PLEASE BE SURE TO FORWARD THIS INFORMATION TO THE APPLICANTS 

-BY -EITHER;.., - v::— ■ - v--i"---5 '^}^0^: - 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT 
COMMUNICATION TO THE APPLICANTS ALONG WITH A NOTICE TO 
COMPLY or, 

2) CALLING APPLICANTS AND FAXING THEM A COPY OF THE PRINTOUT 
WITH A NOTICE TO COMPLY 

THIS WILL INSURE THAT THE NEXT SUBMISSION RECEIVED FROM THEM 
WILL BE ERROR FREE. 

IF YOU HAVE ANY FURTHER QUESTIONS, PLEASE CALL: 



ARTI SHAH 703-308-4212 



Raw Sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION 



SERIAL NUMBER: 



ATTN: NEW ROLES CASES: PLEASE DISREGARD ENGUSH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



Wrapped Nudelcs 



Wrapped Aminos 



Incorrect Line Length 



The numbcr/lexl at the end of each Hne %vrapped^ down to the next Dne. 
This may occur If yoor We was retrieved In a word processor after creating IL 
Please adjust your right margin to .3. as this will prevent Vrapping", 

The amino add numt>crAext at the end of each fine ^wrapped ' down to the next line. 
This may occur If your file was retrieved In a word processor after creating It 
Please adjust your right margin to .3, as this will prevent VrappIng". 

The rules require that a One not exceed 72 characters In length. This Indudes spaces. 
All text must t>e visible on page. 



Misaligned Amino Add The numbering MTvStt each 5th amino add Is misangned. This may be caused by the use of tabs 
Numbering between the numbering. It Is recommended to delete any tabs and uses spadng between the numbers. 



Non-ASCII 



Variable Length 



Wrong DcsignaUon 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



10 Use of n*s or Xaa's 

(NEW RULES) 



This file was not saved In ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission Is saved in ASCII text so that it can be processed. 

Sequencc(s) contain n's or Xaa's which represented more than one residue. 

As per the ailes. each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

Indicate In the (ix) features secaon that some may be missing. 



Scquencc(s}_ 



contain amino add or nudeic add designators which are not standard 



rcprcsenla lions as per the Sequence Rules (Pleaso refer to paragraph 1.822} 

Sequcnce{s) missing. If IntenUonaf. please use the following format for each skipped jequcnce: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CMARACTERISTICS:{Do not Insert any headings under "SEQUENCE CHARACTERISTICS") 
(xl) SEQUENCE DESCRIPTION;SEQ 10 NO:X: 
This sequence Is Intentionally skipped 

Please also adjust the •(fil) NUMBER OF SEQUENCES:' response to Indude the skipped sequencc(s). 

Scquence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence Id number 
<400> sequence Id number 
000 

Use of n's and/or Xaa's have been deleded In the Sequence Listing. 
Use of <220> to <223> Is MANDATORY If n's or Xaa's are presenL 

In <220> to <223> section, please explain k>caUon of n or Xaa, and which residue n or Xaa represenU. 



11 Use of <2n>0rganlsm 

(NEW RULES) 

12 Use of <220>Fealure 

(NEW RULES) 



13 Patentin ver, 2.0 1>ug* 



Sequence(s) . 



. are missing this mandatory field or lU response. 



Sequence(s) are missing the <220>Feah)re and assodaled headings. 

Use of <220> to <223> Is MANDATORY If <213>ORGANISM Is 'ArtifidaT or "Unknown* 
Please explain source of genetic material In <220> to <223> section. 
(See -Federal Reglsler/ 6/01/98. Vol. 63, No. 104. pp. 29631-32) 
(Sec. 1.823 of new Sequence Rules) 

Pleas» do not use "Copy to Disk" function of Patentin version 2.0. This causes a corrupted 

file. resuIUng In missing mandatory numeric Wentifiers and responses (as Indicated on raw sequence lisUng). 

Instead, please use TJe Manager' or any oiher means to copy file to noppy disk. 



^/^9^ -8EQ ^NCE LISTING /V^^ ) 

Z2/37 
-<400>1 

Thr Asp Val He Leu Met Cys Phe Ser lie Asp Ser Pro Asp Ser Leu Glu Asn 

He- ■• ••■ " •■■ • ' •■ • •■ • ■• •■ • 

tz/^?Z 1 5 10 15 




He Leu Met Cys Phe Ser lie Asp Ser Pro /v^^-<^^ <-i-«.<a^ c^-^ 

■ 1 5 10 • i\jjup>r4^ ^ Jif^ 




Federal Re p-*— -^^^-^jj^. No. 1 04 /Monday, June 1, 1998/Ruj^^nd Regulations 29639 



Appendix A To Subpart G to Part 1— Sample Sequence Listing 
<110> Smith, John 

Smith, Jane 



<120> Example of a Sequence Listing 



<130> 01-00001 



<140> US 08/999,999 



<141> 1998-02-28 



<150> EP 91000000 
<151> 1997-12-31 



Federal Register/ V; 




No. 104 /Monday. June 1. 1998 



/Rt^Band Regulations 




<160> 



2 



<170> 



Patent In ver, 2.0 



<210> 



1 



<211> 



403 



<212> DNA 

<213> Paramecium aurelia 

<220> 
<221> CDS 
<222> 341. .394 

<300> 

<301> Doe, Richard 

<302> Isoiation and Characterization of a Gene Encoding a 

Protease from Paramecium sp. 
<303> Journal of Fictional Genes 



Federal RegisWVol. 63, No. 104 /Monday, June 1, IQWRuIcs and Regu lations 2964 
<304> 1 



<3:os> 4. 



<30€> 1-7 



<307> 1988-0€-20 



<400> 1 



ctactctact ctactctcat ctactatctt ctttggatct ctgagtctgc ctgagtggta 60 



ctcttgagtc ctggagatct ctcctctcac atgtgatcgt cgagactgac cgatagatcg 12 0 



ctgactgact ctgagatagt cgagcccgta cgagacccgt cgagggtgac agagagtggg 18 0 



cgcgtgcgcg cagagcgccg cgccggtgcg cgcgcgagtg cgcggtgggc cgcgcgaggg 24 0 



ctttcgcggc agcggcggcg ctttccggcg cgcgcccgtc cgcccctaga cctgagaggt 300 



cttctcttcc ctcctcttca ctagagaggt ctatatatac atg gtt tea atg ttc 

Met Val Ser Met Phe 



355 



Federal Register/^ 63, No. 104 /Monday, June ]. 1998/4fc and Regulations 



age ttg tct ttc aaa tgg cct gga ttt tgt ttg ttt gtt tgtttgctc 403 

Ser Leu Ser Phe Lys Trp Pro Gly Phe Cys Leu Phe Val 
"10 15 



<210> 2 
<211> 18 
<212> PRT 

<213> Paramecium aurelia 



<400> 2 



er^ill. 63. No. 104 /Monday, June 1, igssflk 



Federal Register^lL 63, No. 104 /Monday, June 1, 1998Wlnes and R egulations 29643 
Met Val Ser Met Phe Ser Leu Ser Phe Lys Trp Pro Gly Phe Cys Leu 

15 10 15 



Phe Val 

ed: May 22. 1998. 
A. Lehman, 

ant Secretary ofCortunerce and 
lissJoner of Patents and Trademarks. 
oc. 98-14194 Filed 5-29-98; 8:45 am] 
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